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Isik #3#:710# % 2_Key Research Projects :
= Genomic Selection in Forest Trees: Beyond Proof of Concept. USDA-
NIFA. 2019-2024 ($500,000). Principal investigator (PI).



= Towards Genomic Breeding in Forest Trees. USDA-NIFA. 2015-2019,
($370,000). PI.

NC Department of Agriculture, Loblolly Pine Bio-mass Cropping Study,

2015-2016, ($40,513), Co-PL.

= Modeling of Cellulose, Hemicellulose and Lignin-Carbohydrate Complex
Formation and Regulation to Understand Plant Cell Wall Structure. DoE.
2011-2016, ($2,249,825). Co-PI.

= [ntegrating Research, Education, and Extension for Enhancing Southern
Pine Climate Change Mitigation and Adaptation. USDA-NIFA. 2011-
2016, ($3,668,967). Co-PI.

= Southeast Partnership for Integrated Biomass Supply Systems. USDA.
2011-2016, ($3,940,212). Co-PI.

= Regulation and Modeling of Lignin Biosynthesis. NSF Plant Genome.

2009-2015, ($3,722,841). Co-PIL.
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Textbook

Fikret Isik, James Holland, Christian Maltecca (2017). Genetic Data

Analysis for Breeding. Springer series. Ist Edition, p 400, Springer

International Publishing.

Book Chapters

1. Isik, F., Kumar, S., Martinez-Garcia, P. J., Iwata, H., & Yamamoto, T.
(2015). Chapter Three-Acceleration of Forest and Fruit Tree
Domestication by Genomic Selection. Advances in Botanical Research,

74, 93-124.

2. Yousry A. El-Kassaby, Fikret Isik & Ross W. Whetten (2014) Modern
Advances in Tree Breeding, pp 441-459. Editor: Trevor Fenning (Ed.)
Challenges and opportunities for the World’s Forests in the 21st Century.
Springer Series: Forestry Sciences, Vol 81. 838p.



Manuscripts

Manuscripts published during the last 3 years are listed. The complete list

can be viewed here. * Graduate student is the lead author.
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Program. Tree Genetics & Genomes. 2019 Oct 1;15(5):70.

2. *Walker TD, Isik F, McKeand SE (2019). Genetic Variation in Acoustic
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Genomes, 15(3), 46.
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8. *Spitzer, J., Isik, F., Whetten, R. W., Farjat, A. E., & McKeand, S. E.
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Forest Science, 63(5), 496-503.
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globulus population in Chile. Tree Genetics & Genomes, 13(4).

10. *Farjat, A., Reich, B. J., Guinness, J., Whetten, R., McKeand, S., &
Isik, F. (2017). Optimal seed deployment under climate change using
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Journal of the American Statistical Association, 112(519), 909-920.
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Forest Science 63(1), 39-48.

12. *Kurt, Y., J. Frampton, F. Isik, C. Landgren and G. Chastagner. (2016).
Variation in needle and cone characteristics and seed germination ability
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Turkish J of Agriculture and Forestry. 40:169-176.
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